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Table 1 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
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Table 2 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
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Table 3 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
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Table 4 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
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Table 5 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
 

 

  

 

 
 

  



  Page 11/16 

 

 

 

 

 

  

  

 



  Page 12/16 

  

  

 (

 

 

 

Table 6 indicates the values of the QC assays performed by SensID GmbH with a DNA input 
of ~40 ng. The value for the respective mutation results from the mean value of five 
measured replicates (CN values are rounded). CN concentration values per microliter (µl), 
are based on droplet digital (ddPCR) assay counts dilution factors, and droplet volume 
measurements. The detection of the amount of CNs may vary depending on the assay used. 
Therefore, due to assay properties, there may be deviations in the observed number of 
copies and allele frequencies compared to the values given here. 
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